
 

                             

 

RETRACTION NOTICE  

 

Editor 

 

The article listed below, published in journal Genetika has been retracted due to evidence 

indicating that the peer review of this paper was compromised, using of frauted data, high 

number of unfitting citation, overoll general misconduct related to professional codes of ethics. 

All papers which belong to this group have passed a regular review process. As part of the 

reviewing process, according to Journal policy, it is expected from reviewers to check all 

relevant data including citations probity. All papers were published after two positive reviewers’ 

opinions. The journal Genetika condemns such an unethical behavior and will take all necessary 

measures to ensure that such incidents do not happen again in the future.   

Authors of those papers as well reviewers are barred from publishing in the journal Genetika in 

the future and will be blacklisted by the journal. 

 

The list of retracted articles is: 

1. Bouzarisaravani Z., F. Sharifnia, F. Salimpour, S. Arbabian, A. Geran (2021). Molecular 

systematic studies in the genus Glaucium (Papaveraceae). - Genetika, Vol 53, No.3, 1179-

1192  https://doi.org/10.2298/GENSR2103179B 

2. Hang L., L. Pan, T. Yong, L. Jianguo, X. Xingmin, Faisal (2021). Population genetic 

structure and gene flow in Alcea aucheri (boiss.) Alef.: a potential medicinal plant- 

Genetika, Vol 53, No.2, 867-882. https://doi.org/10.2298/GENSR2102867H 

3. Jiao L., H. Xiao, X. Zhao, F. M. Abarghuei (2021). RAPD profiling in detecting genetic 

variation in Glaucium (Papaveraceae) species: Edible and Medicinal plant. - Genetika, Vol 

53, No.3,1081 - 1092. https://doi.org/10.2298/GENSR2103081J 

4. Li H., H. Yu, X. Zeng, S. Hussein Hamarashid (2021). Study on genetic diversity between 

Malva L. (Malvaceae): a high value medicinal plant using SCoT molecular markers.- 

Genetika, Vol 53, No.2, 895-910 https://doi.org/10.2298/GENSR2102895L 

5. Li H., Y. Wang, R, Iqbal (2021). SCoT molecular markers and population differentiation in 

Hedera helix L.. - Genetika, Vol 53, No.2, 739-756. 

https://doi.org/10.2298/GENSR2102739L 

6. Li J., X. Yang, S.Mehri (2021). Genetic diversity in Stellaria L. (Caryophyllaceae) using 

sequence related amplified polymorphism. - Genetika, Vol 53, No.3, 1369 - 1377. 

https://doi.org/10.2298/GENSR2103369L 

7. Lin L., L. Lin, A.Waheed (2021). Assessment of genetic structure and diversity of Erodium 

(Geranaiceae) species. - Genetika, Vol 53, No.2, 507-520. 

https://doi.org/10.2298/GENSR2102507L 

8. Li S. X. Jiang, S. Mehri (2021). Genetic diversity and gene-pool of Aegilops tauschii coss. 

(Poaceae) based on retrotransposon-based markers. - Genetika, Vol 53, No.3, 1331- 1340.  
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9. Ma X., H. Tian, H. Xia, Zeenat (2021). Genetic diversity of Lonicera L. (caprifoliaceae) 

estimated by molecular markers and morphological characters. - Genetika, Vol 53, No.2, 

651-662. https://doi.org/10.2298/GENSR2102651M 

10. Mahdavi M., F. Sharifnia, F.Salimpour, A. Esmaeili, M. Larypoor (2021). Genetic diversity 

and population structure of Iranian pistachio (Pistacia vera L.) cultivars.- Genetika, Vol 53, 

No.2, 671-686 https://doi.org/10.2298/GENSR2102671M 

11. Meng K., J. Yao, C.Y. He and H. Morabbi Heravi (2021). Gene flow and genetic structure 

between populations of Hesperis L. (Brassicaceae) species using molecular markers. - 

Genetika, Vol 53, No.2, 769-782. https://doi.org/10.2298/GENSR2102769M 

12. Mowang S.-C., F.-J. Chen, Zeenat (2021). Study on genetic diversity between Erodium 

(Geranaiceae) species based on inter-simple sequence repeat markers- Genetika, Vol 53, 

No.2, 927-939. https://doi.org/10.2298/GENSR2102837M 

13. Najafian S., I.Mehregan, A. Iranbakhsh, M. Assadi, S. Fici (2021). Species delimitation in 

Capparis (Capparaceae): morphological and molecular. - Genetika, Vol 53, No.2, 609-627. 

https://doi.org/10.2298/GENSR2102609N 

name mark red not autors of paper (corrigentdum) 

14. Nikkhah M., S. Arbabian, A. Majd, F. Sharifnia (2022). Genetic diversity of Cordia myxa L.  

assessed by ISSR markers. - Genetika, Vol 54, No.1, 63-72. 

https://doi.org/10.2298/GENSR2201063N 

15. Ou C., Z. Shen, Y. Liu, Z. Wang, M. Farshadfar (2021). Morphometric analysis and genetic 

diversity in Pistacia species populations using sequence related amplified polymorphism. - 

Genetika, Vol 53, No.3, 1193-1205 https://doi.org/10.2298/GENSR2103193O 

16. Qian X. and S. Mehri (2021). Detecting DNA polymorphism and genetic diversity in a wide 

pistachio germplasm by RAPD markers- Genetika, Vol 53, No.2, 783-798 

https://doi.org/10.2298/GENSR2102783Q 

17. Xu P.,C. Xu, X.Huang, H.Wang, H. Morabbi Heravi (2021). Genetic diversity and genepool 

of Salicornia sinus-persica akhani based on retrotransposon-based markers. - Genetika, Vol 

53, No.3, 1287 - 1296.https://doi.org/10.2298/GENSR2103287X 
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markers. - Genetika, Vol 53, No.3, 1273 – 1286 https://doi.org/10.2298/GENSR2103273G 
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19. Sun Y.,  H. Jiang, F. Zeng, X. Pan, X. Wu, Y. Qi, X. Wu (2022). Species identification and 

genetic diversity of Alcea (Malvaceae) using SCOT molecular markers: medicinal plant. - 

Genetika, Vol 54, No.1, 369-378. https://doi.org/10.2298/GENSR2201369S 

20.  Ting S. and Y. Yibing (2022). Population differentiation and gene flow of Glaucium flavum 

(Papaveraceae). - Genetika, Vol 54, No.1, 275-288 
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21. Xu P.,C. Xu, X.Huang, H.Wang, H. Morabbi Heravi (2021). Genetic diversity and genepool 

of Salicornia sinus-persica akhani based on retrotransposon-based markers. - Genetika, Vol 

53, No.3, 1287 - 1296. https://doi.org/10.2298/GENSR2103287X 

https://doi.org/10.2298/GENSR2102651M
https://doi.org/10.2298/GENSR2102671M
https://doi.org/10.2298/GENSR2102769M
https://doi.org/10.2298/GENSR2102837M
https://doi.org/10.2298/GENSR2102609N
https://doi.org/10.2298/GENSR2201063N
https://doi.org/10.2298/GENSR2103193O
https://doi.org/10.2298/GENSR2102783Q
https://doi.org/10.2298/GENSR2103287X
https://doi.org/10.2298/GENSR2103273G
https://doi.org/10.2298/GENSR2201369S
https://doi.org/10.2298/GENSR2201275T
https://doi.org/10.2298/GENSR2103287X
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relationships among Salvia species by ISSR markers. - Genetika, Vol 53, No.2, 559-574. 
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In addition, Clarivate provided the publisher with evidence of inappropriate manipulation of 

citations of five paper published in journal Genetika in journal Bioscenece research: 
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of growth phases for abiotic environmental stress tolerance in cereal crop plants. - 
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Authors who misused the papers published in Genetika by citing them unjustifiably as well as 

authors of the cited papers are barred from publishing in that journal in the future and will be 

blacklisted by the journal. 

We would like to apologize authors, readers and all scientific community that we are having to 

make those retractions, and we will take all necessary steps to ensure our editorial and peer 

review processes keep pace with the evolving threat and advancements in scientific fraud. 

 

Snežana Mladenović Drinić 

editor 
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