Supplementary material

Table S1. Molecular weight of polypeptide subunits of total proteins in seeds of different mungbean genotypes.

MOLECULAR WEIGHT(kDa)

Band No Mungbean Genotypes
Check Varieties MR interspecific lines
SML SML TMB ML ML SML SML SML SML SML SML SML
668 832 37 818 2056 1809 1825 1827 2015 2016 2031 2032
1 160 160 - - 160.2 161.2  162.0 - - - 160.0 -
2 - - 152.3 152.6 - - - - 15425 152.6 - 152.5
3 135 135 1274 1315 12527 136.7  138.2 132.7 133.6 1315
4 1155 115 - - - 104.27 - 1155 - - 103.26 102.7
5 - - 97.10 936 94.45 - 95.66 - 93.27 - - -
6 - - - 82.1 - - - - - - - -
7 67.0 66.8 - - - 69.49 - 59.34 - 63.5 76.26
8 - - 60.3 60.8 62 62 58.9 59.5 - 61.8 62
9 49.0 49.0 - 49 - - - - - - - -
10 40 40 40.5 40.7 40.3 42.08 40.5 40.7 40.7 40.4 40.3 42.50
11 35 36.0 3440 36.04 33.88 36.72 36.72 346 3615 363 34.40 35.56
12 32 32.7 315 315 315 32.0 32.6 324 33.0 324 324
13 25.0 24.0 25.4 23.1 23.3 23.6 23.9 24.0 24.1 24.6 23.7 24.6
14 20.0 20.2 16.77  17.09 17.14 17.24 17.14 1840 17.57 16.9 17.42 18.23
15 15.0 14.8 13.4 13.3 13.4 13.3 13.3 13.5 13.7 13.7 13.9 14.3
MOLECULAR WEIGHT(kDa)
Band MU interspecific lines
No. SML SML SML SML SML SML SML SML SML SML SML SML SML

1808 1817 1820 1822 1829 1839 1930 1932 1933 1941 2011 2033 2034

1 143.2 1408 1446 1433 1456 1444 1511 1458 157.7 151.8 150.4 1545 149.6
2 132.0 1250 1320 1320 13492 1320 13646 133.0 13998 136.85 110.04 133.2 1319
3 99.1 94.7 96.1 940 95.8 97.2 102.3 98.1 101.5 102.1 - 1025 1025
4 6081 60.0 617 584 57.9 58.0 60.0 59.0 61.4 61.8 - 57.7 59.7
5 41.4 433 420 420 41.3 41.1 41.4 41.7 40.9 42.2 40.4 40.6 41.2
6 37.8 380 393 36.6 38.0 36.6 35.8 35.8 36.6 37.0 - 35.6 35.0
7 - 340 340 339 34.2 33.3 33.4 33.2 33.0 33.0 - - -

8 28.4 27.9 268 250 24.7 24.6 24.9 25.9 25.0 25.1 241 26.4 25.1
9 22.3 20.5 18.8 19.1 18.2 18.5 18.3 19.1 18.3 17.9 19.2 19.0 19.3
10 17.1 15.2 15.2 155 145 15.0 15.0 151 14.6 141 141 13.5 13.6




TableS2. Searched mungbean peptides with known molecular weights

S.
No.

Accession No.

Mol.
Wi. Protein Name
(kDa)
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